
GO:0006950
response to stress

0.2711
39 / 67

GO:0007154
cell communication

0.3932
42 / 74

GO:0007165
signal transduction

0.3074
42 / 73

GO:0008150
biological_process

1.0000
58 / 105

GO:0009611
response to wounding

0.0117
21 / 28

GO:0009888
tissue development

0.0101
34 / 50

GO:0009966
regulation of signal...

0.4650
30 / 53

GO:0009968
negative regulation ...

0.0516
16 / 22

GO:0009987
cellular process

0.6973
57 / 103

GO:0010646
regulation of cell c...

0.4650
30 / 53

GO:0010648
negative regulation ...

0.1069
17 / 25

GO:0023051
regulation of signal...

0.4650
30 / 53

GO:0023052
signaling
0.3932
42 / 74

GO:0023057
negative regulation ...

0.0635
17 / 24

GO:0032502
developmental proces...

0.0942
46 / 77

GO:0035556
intracellular signal...

0.5188
28 / 50

GO:0042060
wound healing

0.0164
17 / 22

GO:0044699
single−organism proc...

0.1980
58 / 103

GO:0044700
single organism sign...

0.3932
42 / 74

GO:0044763
single−organism cell...

0.4210
57 / 102

GO:0048519
negative regulation ...

0.1693
42 / 71

GO:0048523
negative regulation ...

0.0476
40 / 64

GO:0048583
regulation of respon...

0.5139
33 / 59

GO:0048585
negative regulation ...

0.1837
18 / 28

GO:0048856
anatomical structure...

0.0845
43 / 71

GO:0050789
regulation of biolog...

0.4437
51 / 91

GO:0050794
regulation of cellul...

0.3282
51 / 90

GO:0050878
regulation of body f...

0.0203
13 / 16

GO:0050896
response to stimulus

0.8461
49 / 91

GO:0051716
cellular response to...

0.4986
48 / 86

GO:0065007
biological regulatio...

0.3407
52 / 92

GO:0065008
regulation of biolog...

0.3335
27 / 46

GO:1902531
regulation of intrac...

0.5243
23 / 41

GO:1902532
negative regulation ...

0.0252
6 / 6

GO BP DAG analysis



GO:0000166
nucleotide binding

0.6025
20 / 36

GO:0001882
nucleoside binding

0.4912
19 / 33

GO:0001883
purine nucleoside bi...

0.4912
19 / 33

GO:0003674
molecular_function

1.0000
57 / 102

GO:0003824
catalytic activity

0.8143
29 / 55

GO:0003924
GTPase activity

0.0930
4 / 4

GO:0005488
binding
0.6902
56 / 100

GO:0005515
protein binding

0.9382
51 / 94

GO:0005525
GTP binding

0.1027
6 / 7

GO:0016462
pyrophosphatase acti...

0.2256
6 / 8

GO:0016787
hydrolase activity

0.3280
12 / 19

GO:0016817
hydrolase activity, ...

0.2256
6 / 8

GO:0016818
hydrolase activity, ...

0.2256
6 / 8

GO:0017076
purine nucleotide bi...

0.4912
19 / 33

GO:0017111
nucleoside−triphosph...

0.2256
6 / 8

GO:0019001
guanyl nucleotide bi...

0.1027
6 / 7

GO:0030234
enzyme regulator act...

0.0682
14 / 19

GO:0032403
protein complex bind...

0.0138
12 / 14

GO:0032549
ribonucleoside bindi...

0.4912
19 / 33

GO:0032550
purine ribonucleosid...

0.4912
19 / 33

GO:0032553
ribonucleotide bindi...

0.4912
19 / 33

GO:0032555
purine ribonucleotid...

0.4912
19 / 33

GO:0032561
guanyl ribonucleotid...

0.1027
6 / 7

GO:0035639
purine ribonucleosid...

0.4912
19 / 33

GO:0036094
small molecule bindi...

0.3868
23 / 39

GO:0043167
ion binding

0.2122
36 / 60

GO:0043168
anion binding

0.3672
22 / 37

GO:0044877
macromolecular compl...

0.0413
20 / 28

GO:0097159
organic cyclic compo...

0.2683
35 / 59

GO:0097367
carbohydrate derivat...

0.6198
21 / 38

GO:0098772
molecular function r...

0.1210
14 / 20

GO:1901265
nucleoside phosphate...

0.6025
20 / 36

GO:1901363
heterocyclic compoun...

0.3304
34 / 58

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
58 / 104

GO:0005622
intracellular

0.7380
55 / 99

GO:0005623
cell

1.0000
56 / 102

GO:0005634
nucleus
0.0870
39 / 63

GO:0005694
chromosome

0.1656
13 / 19

GO:0031974
membrane−enclosed lu...

0.0958
30 / 47

GO:0031981
nuclear lumen

0.0705
27 / 41

GO:0043226
organelle
0.5062
54 / 96

GO:0043227
membrane−bounded org...

0.3396
53 / 93

GO:0043228
non−membrane−bounded...

0.2213
23 / 37

GO:0043229
intracellular organe...

0.5269
50 / 89

GO:0043231
intracellular membra...

0.5012
49 / 87

GO:0043232
intracellular non−me...

0.2213
23 / 37

GO:0043233
organelle lumen

0.0958
30 / 47

GO:0044422
organelle part

0.4586
42 / 74

GO:0044424
intracellular part

0.4753
53 / 94

GO:0044427
chromosomal part

0.1656
13 / 19

GO:0044428
nuclear part

0.0232
30 / 44

GO:0044446
intracellular organe...

0.2818
42 / 72

GO:0044464
cell part
1.0000
56 / 102

GO:0070013
intracellular organe...

0.1288
29 / 46

GO:0098687
chromosomal region

0.0611
7 / 8

GO CC DAG analysis


